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MONITORING FOR TYPE A INFLUENZA VIRUSES IN SWINE AT COUNTY FAIRS IN OHIO  

Researchers at The Ohio State University are conducting a study to identify and characterize 
type A influenza viruses infecting pigs in Ohio. Data from this proactive project will be available to both 
the U.S. pork industry and public health officials for managing ongoing swine health and public health 
programs.    

What is Swine Influenza? 
Swine Influenza (swine flu) is a common, rapidly spreading respiratory disease of pigs 

characterized by fever, cough, and extreme exhaustion. Outbreaks in commercial pigs frequently cause a 
high percentage of the herd to become sick, but less than 1% of the pigs die. The surviving pigs usually 
recover in about two weeks. The disease is caused by type A influenza viruses commonly referred to as 
swine influenza viruses. Infections caused by swine influenza viruses occur throughout the year but like 
seasonal influenza outbreaks in humans, most outbreaks occur during the late fall and winter months. 
Outbreaks occurring during other times of the year tend to be associated with pigs coming together 
from different locations, like fairs.   

Swine influenza was first described as a disease in the Midwest during 1918, and the swine 
influenza virus was first recovered from pigs in Iowa in 1930.  This lineage of swine influenza virus still 
circulates in U.S. pigs today, and is called “classic H1N1 swine influenza virus.”  In 1998, an H3N2 type A 
influenza virus also became established in pigs.  Subsequently the new H3N2 and the classic H1N1 swine 
influenza viruses mixed resulting in a third lineage of swine influenza virus in pigs, the H1N2 swine 
influenza virus. Today all three viral lineages are maintained in U.S. pigs.  

Can humans be infected by swine influenza viruses? 
Yes, people are occasionally infected with swine influenza viruses.  The Centers for Disease 

Control and Prevention reports 36 humans were infected with swine-origin influenza viruses in the U.S. 
from December, 2005 through April, 2012. Of these 36 cases, 15 have occurred since July, 2011 and all 
have recovered from their illnesses. Twenty-seven cases occurred in children (persons 18 or younger) 
and 9 cases occurred in adults. In 26 of the 36 cases, direct or indirect exposure to swine prior to onset 
of illness was identified. Considering the large number of humans that are exposed to swine influenza 
viruses every year and the relatively few reported cases, it appears that the majority of swine influenza 
viruses do not readily infect humans.  On the other hand, since swine influenza virus infections in 
humans are indistinguishable from mild cases of seasonal human influenza and other mild respiratory 
illnesses, there are undoubtedly mild cases of swine influenza virus infections in humans that go 
undiagnosed which results in under reporting.  Unfortunately, there have been a handful of very serious 
swine influenza infections in humans who had pre-existing health conditions that include, but are not 
limited to: cancer, high stress, immune suppression, or late term pregnancy.  These are the same risk 
factors associated with severe seasonal human influenza infections.  Anyone with these risk factors 
should follow CDC recommendations to avoid or minimize contact with humans and swine having 
influenza A infections.   



 
 
What about the 2009 H1N1  pandemic influenza A virus?   

Both H3N2 and H1N1 type A influenza viruses are maintained in humans and pigs; however, the 
respective swine and human H1N1 and H3N2 influenza A viruses are distant relatives and tend to not 
readily jump between humans and pigs. In March, 2009 another H1N1 influenza A virus emerged in 
humans.  This novel virus was readily transmitted person to person and quickly spread around the world 
resulting in it being classified as a human H1N1 pandemic virus.  Originally this virus was unfortunetly 
referred to as “swine flu” because laboratory testing showed that several of the genes in the virus were 
similar to genes found in influenza viruses that normally occur in pigs. Further study has shown that the 
2009 H1N1 pandemic influenza virus was different from H1N1 and H3N2 swine influenza viruses 
circulating in North American pigs at the time. The origins and events leading up to the emergence of 
the new H1N1 pandemic human influenza virus have still not been determined. 

The H1N1 2009 pandemic flu virus has now become the dominant H1N1 influenza A virus 
circulating in humans around the world and has since been included in the annual influenza virus human 
vaccine. The H1N1 2009 has also become common in the swine population. The University of Minnesota 
recently reported that 22.4% of the swine influenza viruses genetically characterized by their Veterinary 
Diagnostic Laboratory in 2010 were pandemic H1N1. 

Can people catch swine flu from eating properly prepared pork? 
No!!!  Swine influenza viruses are not transmitted by properly handled fresh pork and eating 

properly cooked pork and pork products.  Cooking pork to an internal temperature of 145°F kills swine 
flu virus, just as it does bacteria and other viruses. 

What samples will be collected as part of this study? 
Swabs from the nasal passage of pigs are collected from individual pigs.  This protocol has been 

reviewed and approved by the OSU Animal Use Committee # 2009A1034. 

Does this hurt the pigs? 
No. Placing a swab in a pig’s nose is like putting a swab in a person’s nose, a little uncomfortable 

but not painful. However, the pigs do complain when we restrain them while taking the nasal swab. 
Collecting a nasal swab is a non-invasive clinical technique that is frequently used by veterinarians to 
take samples for health evaluations. 

What is done with the nasal swabs?  
The nasal swabs are transported back to the laboratory at OSU to be tested for the presence of 

influenza A viruses. If influenza A virus is recovered from the samples they will be further evaluated in 
the laboratory to determine their subtypes (H1N1, H3N2, H1N2, or a new subtype) and their genomic 
make-up.  This information will be available for health experts for making decisions on the need for new 
vaccines or increasing bio-security on farms. 

How will the results be reported? 
Results will be reported as the number of nasal swabs tested and the number of influenza A viral 

isolates recovered by state (Ohio) and by month.  No information regarding individual counties, specific 
dates, or exhibitor information will be reported.  In fact, no exhibitor information will be collected at all, 
so there is no threat to your confidentiality and anonymity. 

Have questions?  
Call the laboratory at (614) 292-6616 or visit:  

http://vet.osu.edu/preventive-medicine/AIEERP 
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